[Nuclear and cytoplasmic expressions of survivin in glioma and their prognostic value].
To investigate the nuclear and cytoplasmic expressions of survivin in human glioma, and their correlations to clinicopathological characteristics and prognosis. A tissue microarray (TMA) based on 94 patients with glioma was constructed and then immunohistochemistry was used to examine the nuclear and cytoplasmic expressions of survivin in these glioma cohorts. Their correlations with clinicopathological characteristics and prognosis were analyzed. Among the 94 samples of glioma, nuclear survivin was detectable in 21 (22.3%) cases and cytoplasmic survivin in 82 cases (87.2%). The positive rate of nuclear expression of survivin was significantly lower in grade I - II gliomas than in the grade III - IV gliomas (7.3% vs 34.0%, P = 0.005). Statistically significant associations were observed between nuclear survivin and recurrence (P = 0.031). Cytoplasmic expression of survivin was not related to any clinicopathological characteristics. The 5-year overall survival rate and 3-year progression-free survival rate were significantly lower in the nuclear survivin-positive group than in nuclear survivin-negative group (0% vs 39.50%, P < 0.001; 0% vs 27.52%, P = 0.021). The 5-year overall survival rate and 3-year progression-free survival rate in the cytoplasmic positive-group and negative-group were 43.60% vs 13.85% (P = 0.134), and 23.88% vs 0% (P = 0.965) respectively. A multivariate analysis was conducted according to the Cox regression model. The significantly independent prognostic factors for overall survival were nuclear expression of survivin, grade and age. The relative risk of death in the patients whose tumors were survivin positive compared with those whose tumors were survivin negative was 3.847. Nuclear expression of survivin is correlated with glioma differentiation and recurrence. It is a negative prognostic factor for progression-free survival and overall survival in patients with glioma.